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A)FE_MFERA : llumina , 454, lon Torrent [RI2
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OB A : Oxford NanoPore [RIE
d)Hybridization based methods
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a) FEEREMERARILLE Meganuclease , ZFN , TALEN ,
b)CRISPR-Cas9

c)CRISPR-Cas Z4tHI/EFHE

d)CRISPR-Cas AT EEBRIEFAIN A
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d )miRNA-mRNA XBEOHT

e)FET EEKFEA : miRDeep , mirDeep*
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b)IncRNA B &HIF15 2
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d)FETEESRFERA : IncRScan , LncRNAFunction &

7N BREEFARTTE
SE

‘a )DNA methylation, MeDIP-seq

b )Histone modifications, ChiP-seq, ChiP-exo

¢ )Nucleosoem positioning and occupancy, MNase-seq
d )Chromatin accessibility, DNase-seq:

e )3D chromatin structure, 3C, 4C, 5C, Hi-C
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a JARNA Transcription: ChIRP-Seq, GRO-Seq, Ribo-Seq, CLIP-Seq
b )RNA structure: SHAPE-Seq, PARS-Seq, FRAG-Seq, CAP-seq

¢ )Low-level RNA detection: Quartz-Seq, DP-Seq, Smart-Seq, d

d )Smart-Seq2 ) :

e )Low-level DNA detection: smMIP, MDA, MALBAC, OS-Seq
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